
                                                                                                                                                                                 
               Kle-beta_At --------------------------------------------------------------------------------------------------MTSHGGGEVRGERIHTVQPERDLVAN--WEVDLSEKLEEYLLKI--------    42
               Kle-beta_Hs -------------------------------------------------------------------------------------------------------MEDVEARFAHLLQPIRDLTKN--WEVDVAAQLGEYLEEL--------    37
               Kle-beta_Mm ------------------------------------------------------------------------------------------------------------------------------------------------------
        Kle-beta_Anopheles ------------------------------------------------------------------------------------------------------------------------------------------------------
    Kle-beta_Dm_CG14685-PB -----------------------------------------------------------------MERILPEEAEAAYLSEAREQILEIAKNRPGTQVAKCIRAYDEQQDLASLVVLLEELSKNTDYSTDLRISLGYYIEELL-------    78
       Kle-beta_Ce_C29E4.2 MASAVGKGVTAFNTIKNIISELKKVDKTFSPNSAQYKYLMEQMKADQVTTRRYSKAENESESVAKLYLSYIKGTRQLNELQERYKGGEKSVEEAAAIMTRNAPPGQESTDLAWLVTPAKDLVEN--FSIDVLKALAGYLEVIR-------   141
Kle-beta_Cryptosporidium_1 ----------------------------------------------------------------------------------------------------------MENIPLLKSVENKDPSLN--WNIDVSAELEKYLSAIELLDEDMN    42
       Kle-beta_Plasm_falc -------MSTT-DELNLL---------------------------------------------------------------------------------------------IQNLQKCNNTNEC--INFDLSSTIQGFLNCLD-------    40
       Kle-beta_Plasm_yoel -------MSTQEDEVRLL---------------------------------------------------------------------------------------------IQNLQKCNNTNEC--INFDLASTIQEFLNSLD-------    41
                     ruler 1.......10........20........30........40........50........60........70........80........90.......100.......110.......120.......130.......140.......150

                                                                                                                                                                                 
               Kle-beta_At ------------CSGEITGNEEDGQIPVNFAEAALLLQGSVQVYSKKVEYLYNLVLRTLEFLSKQR-------------------------------------------DQEQSKGTSNENEAS--------------------------   111
               Kle-beta_Hs --------------DQICISFDEGKTTMNFIEAALLIQGSACVYSKKVEYLYSLVYQALDFISGKRR-------------------------AKQLSSVQE--------------------DRANGVASSGVPQE---------------   113
               Kle-beta_Mm ---------------------------MNFIEAALLIQGSACVYSKKVEYLYSLVYQALDFIS----------GKRRAKQLSL---------------VQEDGSKKTVNSETPCE-----------------------------------    63
        Kle-beta_Anopheles ------------------------------------------------------------------------------------------------------------------------------------------------------
    Kle-beta_Dm_CG14685-PB ---------------RHCLGRNDVSRRSAIVAAGSALQYCGKIYGDRVEYLCQVVEHQIEALLTSELQKETPSGSAAPEKNERRPEETRKRHPKKLTNKEVDPYLLTLEPKRFK--TMSDDKRFNAAGFVKCTRNRTIEYLYQDHTPPNL   211
       Kle-beta_Ce_C29E4.2 ---------QESEDTDNQVDAATTYRLFDFQRACRIIQGSCAVYGRKVDHVYELTISVVDLVENKGQDDGNTGSRRGAGRR------------KNFNLGSTNYDLADIDSLKQEALANFEKTVKEEKKSIDAVRMVENAEVIESQYERKS   270
Kle-beta_Cryptosporidium_1 YSQSTEANGYGYNNENITSNNGSYMQMFNFVEAALIIQNSTSLYSKKIEHLHSLVFDAFHLLSTGKSQLND-------------------------GKIGHDEHTNSSNQLANKNNIAEKNTAFLMSNMVSVPIN---------------   152
       Kle-beta_Plasm_falc ------RNVLENIDKGLGENEYEKEVVDNFTSAAIFVENCVKIFSQKIEHLHNLAHNTLYNIYKENK-----HNSSS---------------KKNQLIMSDEEEYLYINEIKNMKNTQHDNDIIEDDILIKTIPFPT--FLFSDNI----   158
       Kle-beta_Plasm_yoel ------KNSFEDIDKTIRENEKDKDLMNSFTSAAIFLENCVKILGLKIEHLHNLAXNTXYNIYKENK-----NNNSNKKQ-----------------LLIIDEEYLYINEIKNLKNTITENDIIEEDLLIKTIPLPT--FLFTDHI----   157
                     ruler .......160.......170.......180.......190.......200.......210.......220.......230.......240.......250.......260.......270.......280.......290.......300

                                                                                                                                                                                 
               Kle-beta_At ----------------------SSRQVDEEENDLFWNVDDIPEQISNPAIVDNIVDTKNRLDSSVGGDTCPSQFV--------KPPANLVVLEGDCLDTSGDGGELESYLLATTHLYRDFILLDPCDAVAVNEFLGDNYGGKGRNSAHRG   231
               Kle-beta_Hs ---------------------AENEFLS---------LDDFPDSRTNVDL-KNDQTPSEVLIIPLLPMALVAPDEMEK----NNNPLYSRQG--EVLASRKD------------------------------------------------   178
               Kle-beta_Mm ---------------------TENEFLS---------LDDFPDSRANVDL-KNDQASSELLIIPLLPMALVAPDEVEK----NSSPLYSCQG--DILASRKD------------------------------------------------   128
        Kle-beta_Anopheles ------------------------------------------------------------------------------------------------------------------------------------------------------
    Kle-beta_Dm_CG14685-PB WKHAPIVDPHNPYDQDEKKQYKMFTYHVEHRYNTL--LPDIPFERLN--LIKEYVHTNQVNTTEILNEHMTTKEYLDEYIALENQMLAARYGAIVTRRRRL-------------------------------------------------   308
       Kle-beta_Ce_C29E4.2 CLVAKPTQFMFKLNYGQLNRTDEQILNAKSRPDVIGKVKDFEIKKSKVKHDQQILYSHDCYRGNLDQFTLPGARWMP-----DNKELAANFGVADLE-----------------------------------------------------   362
Kle-beta_Cryptosporidium_1 --------------------------LLQPGRNINLQFEQFGNNSLNDDISAKYSSYSSYIGVSSLGNSISLPQYRID------------------------------------------------------------------------   204
       Kle-beta_Plasm_falc -KKTKDIN-EDKRKTNFNNNEEDKEKDNKNKDNDIDAINEFEITDNNSVNTLNFEKIFIEND----------------------------------------------------------------------------------------   218
       Kle-beta_Plasm_yoel -KVKNKID-------------NHKNIIKNDEKDNSLLNKKKNLNKSDIENIPYIDTLENESITSIQKNVMDLNSEYSYQNMDNMDNMNSMENKQTLEISS--------------------------------------------------   243
                     ruler .......310.......320.......330.......340.......350.......360.......370.......380.......390.......400.......410.......420.......430.......440.......450

                                                                                                                                                                                 
               Kle-beta_At SSVRKSFHSSVGRSGGSARKSSVGKNQGTNVHLSPICGNGPNDQNCDQGSQPPVFEDNDHGFD---------------------------------------------------------------------------------------   294
               Kle-beta_Hs -------------------------FRMNTCVPHPRGAFMLEPEGMSPMEPAGVSPMPGTQKDTGRTE-------------EQPMEVSVCRSPVPALGFSQEPGPSPEGPMPLGGGEDEDAEEAVELPEASAPKAALEPKEFRSPQQSAA   290
               Kle-beta_Mm ----------------------FRMNTCMPNPRGCFMLDPVGMCPVEPVVPVEPYPMSRSQKDPEDAE-------------EQPMEVSRNGSPVPVPDISQEP-----------DGPALSGGEEDAEDGAEPLEVALEPAEPRTSQQSAI   232
        Kle-beta_Anopheles ------------------------------------------------------------------------------------------------------------------------------------------------------
    Kle-beta_Dm_CG14685-PB --VDSARFMEDNLDEGLAKKMCMDKNLPMDTNETVLIDQSLVDENSRSLTTAESTMGISQAENST-------------------LKSSEVEATLSVSHIENSLSDSQEENPPLSSTLAINESSVLDSTRVDPIKDLTLDELLLIDSGISM   437
       Kle-beta_Ce_C29E4.2 --VELDLEQEHEKISAYGPFKDPLSGREVVPPPRWFIEQEAVRQNQEIQSRATSRAITIAAKTLRDS---------------QGFGSQPTRLSQPFVERHRQSNHLNDFLSFVEGRVNKNRPSTHLTTGLVDMFVDNFGSVMQNDEPNTS   495
Kle-beta_Cryptosporidium_1 -----------------------TSSNTLFLDEADLGYFTSNDSVVEHEYLGDMFAENGMDYDSFQKE-------------------------------DQDHELRQNDEVYDDDMVVNEDNGPLGAELDEIEIESQDYIENFDNKENEL   300
       Kle-beta_Plasm_falc -------------------------------------GILLLDINDYNVFIDDPYNFSIQNKNST--------------------------ILFEKYDFFSRRSTYLSSNTLSKYVVENKNMDHIYKLYNHITDIINKNICFDIFLFKQD   305
       Kle-beta_Plasm_yoel -----------------------VNSLNFDKLFLENDGIILLDINDYNIFINDEYDFTLQNKNSTIL-FEKYEFFSRNSIYLSNNLSEYIYEQNTIQHTYKINNIYDITSLRLCTDTLLFKTDFYSYDLALDVIKNKNYLINKFERQKNK   369
                     ruler .......460.......470.......480.......490.......500.......510.......520.......530.......540.......550.......560.......570.......580.......590.......600

                                                                                                                                                                                 
               Kle-beta_At ------MDNEYGGAMDFSDTDADEDDPWKPLNPYEPGKLKVKPFKKV---------------KILKKIGWSITKDHMTSMFPLARPNGPISSELIEIWKMHGCASKDEQASQDIPYYEKLREMLVNGGNQPCGANGNYNDNDKDNHDEAN   423
               Kle-beta_Hs LPRRYMLREREGAPEPASCV-KETPDPWQSLDP------FDS-LESK--------------------------------------------------PFKKGRPYSVPPCVEEALGQKRKRKGAAKLQDFHQWYLAAYADH---------   373
               Kle-beta_Mm LPRRYMLRERQGAPEPASRL-QETPDPWQSLDP------FDS-LESK--------------------------------------------------VFQKGKPYSVPPGVEEAPGQKRKRKGATKLQDFHKWYLDAYAEH---------   315
        Kle-beta_Anopheles ------------------------------------------------------------------------------------------------------------------------------------------------------
    Kle-beta_Dm_CG14685-PB EELSDIQMHTAGQSFDDEGVVLSDLEDQRQLSPMLQMVSPSMEAKTLNIIEMDADLIMNVPREVSYPILLNVMGLPIKRLRRKCIFKLPPEFDLFRQARLPIKREGQQKSPTTPRTVLQIGREAPQNEREPGSPCSLEFDEDLSKLLCHT   587
       Kle-beta_Ce_C29E4.2 RRPDENYAPMDFDDDFGGGGDDDDDDYIRNLS------RRDEKRAPAPWDELDKNHIIWYTGDENLPVVSKPVKKITKFQPKPAEMLARKQRREEKINKSRRDEFMETHDYLQDYYYWRSAARINPIKDWKIESLRTAILAEKKR-----   634
Kle-beta_Cryptosporidium_1 LDNMDEKGKKDVKSSAGGRRNKNKEDYWVFMDE------HMKLGKDKP-------------------------------LKPGRTYKIPSRNYTISLENLSQKEDILDFIDIYSLSSYFMGLTKIEGEKYKLGSQKLPFFSDL-------   406
       Kle-beta_Plasm_falc FFDYDFSLGILKNKKSILNKFKQQQKKLHPLEENTHMDTH--HINNNHHLQKYDLNRPLPNYYMLHCYNIKNYQDFFRYMQPNYILEIMKRHIIKEIYNTNQQERAIQKEAYEIYNEQTKKKNDHKENNNIDVPKYKDNTKCYDSPFYNY   453
       Kle-beta_Plasm_yoel LYILDETTHKNHKYNTIYKQNANYCDYCGSIIEPNESNNHCIYCNNNN--EKNGFYKKLPGYYNLSCYNITETQDFLTYMQPNKIIDIIMQN---EINDTNLDANSTT----------------NKLDQNIIDPIF--------------   484
                     ruler .......610.......620.......630.......640.......650.......660.......670.......680.......690.......700.......710.......720.......730.......740.......750

                                                                                                                                                                                 
               Kle-beta_At NGDFHDFGEHDGDDAE----------------------HPFMDEDVLNMNDGGAAEFHNYDGFENGESNCQESLEDLCRSHLDALLAN--------------------------------------------------------------   489
               Kle-beta_Hs -----------ADSRR---------------------------------------------LRRKGPSFADMEVLYWTHVKEQLETLRKL---QRREVAEQWLRPAEEDHLEDS----L------------------EDLGAAADDFLEP   442
               Kle-beta_Mm -----------PDGRR---------------------------------------------ARRKGPTFADMEVLYWKHVKEQLETLQKLRRRKINERWLPGAKQDLWPTEEDRLEESL------------------EDLGVADDFLEPE   391
        Kle-beta_Anopheles ------------------------------------------------------------------------------------------------------------------------------------------------------
    Kle-beta_Dm_CG14685-PB MSRRETILHILPDFL---------------------------------------------GFRQRRPTFDSGFDIEEPRVSSCVSTIGEV-KTELEDEIEANTNNLTDASASDALNENVNDTKESGLGDSLAQELNASTEPNAENNTANS   691
       Kle-beta_Ce_C29E4.2 ------------------------------------------------------------RIKEKTAKIREARIQNMQRKRTARVIPVE-QFEPVTEDIPTSNRRTLGAEYDDVVDEDL--------------AAEVELSMFGGGFDDDE   709
Kle-beta_Cryptosporidium_1 ----------------------------------------------------------------KPPKLSVERLLTFDDPDYDYLRLLEPELNKSASSWKKYHSKVFFESMDKKRRELL----------------------NSGSGNDND   470
       Kle-beta_Plasm_falc YISNNIIQFDHLIDDDMIYFDEYFYKSLILYNTNINDLHKNTNNNQTN------DETNIINNMKDEKQKNLIIYSNINNFSNDQKLFNQI--KIPELYIQKLGLNFSYYHLEPLIYNFIKTLKKKNDFEKFFSVNLFDDKPIYEFDILRD   595
       Kle-beta_Plasm_yoel --------------------------------------HENNDSSDKS------DDQKLPNDPK---------------LTNDQKLFKQI--KIPPLYIQKLGLNIDYYYLEPLLYNLIKSLKKEKNVDRFFSINFYDHNENYDTEILKD   573
                     ruler .......760.......770.......780.......790.......800.......810.......820.......830.......840.......850.......860.......870.......880.......890.......900



                                                                                                                              :  *   :   *   . :  :::.     :                   : 
               Kle-beta_At --------------------------------------------------------------------------------------IAKSEKQTDLAARVSTWKQKIEQNLEEQELHPPFDIQEYGDRIINKL--TVEESG---NVETFT   548
               Kle-beta_Hs EEYMEPEGADPREAADLDA----------------------VPMSLSYEELVRRNVELFIATS------------------------QKFVQETELSQRIRDWEDTVQPLLQEQEQHVPFDIHTYGDQLVSRF----PQLN---EWCPFA   539
               Kle-beta_Mm EYVEEPAGVMPEEAADLDA--------------------EAMPESLRYEELVRRNVELFIATSQKF------------------------IQETELSQRIRDWEDTIQPLLQEQEQHVPFDIHIYGDQLASRF----PQLN---EWCPFS   490
        Kle-beta_Anopheles -----------------------------------------------------------------------------------------MHEAKERFDKVSAWHRKLKPILIESEKRNHFDIHAYGTDIIDTFDPTAPLGV---EAITLE    58
    Kle-beta_Dm_CG14685-PB SQLEVTATESSGTLSGLETTVDLGMESALVSSVLDLSTEPSAMDSNIINVTQPDNSDLEISTVQDQDTLHDEADANDLSAETPN---PIADSAVDDCSLIRDWHRRLAPALEAAHERQNFNIKDLGTEILDIC----KAGN---RTATLA   831
       Kle-beta_Ce_C29E4.2 EDVRPRGERPPMAPNNLEFDALQTDFDIPPAEYVPLRFEDIDDAELNSVINLPGNLLIDKALPLLKKFAENRTDREQMAYEMAKAYEDVDVAVSTLQEHVDKWHSRMEPILEEGETRKEYDVHAVGRAVIGQY----DIEG---GTKRLL   852
Kle-beta_Cryptosporidium_1 QETSEFNDLGMGEISEYYLEQTQDVLSDPELPLDPIEDHIQDDENLIEGTQNQEEQIISDSNLVDIID-----------------FEQ---NLSELHTRINTWTGYVEPLLQAQNSRPEFNIHEEGKMIIERM----KKFNIMEQPIRFE   596
       Kle-beta_Plasm_falc DEYDEQKNEDNKNHIE-----------------ENINFENITDKNILNDEMDNIPIAIFENDHLDNTFI--------------------MNDDQELQDRVSKWNAFLEEKLEILKRQPKYDLDLYKKNIINYT----INNG---ENILFT   701
       Kle-beta_Plasm_yoel DDYQEIKDEQNKTIQETLTMGTFINIKSIDNHVKNLPTSILKKTDSNTSLA--------------------------------------FSFEDKIQDRVNKWRNFLEKKLDILKRQPPYNVEYYKKKILKYM----ISNG---DNIYFP   678
                     ruler .......910.......920.......930.......940.......950.......960.......970.......980.......990......1000......1010......1020......1030......1040......1050

                            :          * : : * : *   : :                    : :                                                                                                  
               Kle-beta_At DLMKDQEKHEVARAFSALLQLVNNGDVDLEKPGNSTNEPMCYTAVKPFSVRLLKVHNRKNEKRGIHLPQKRAKSPITKGKSHESPPPKKRNTCSVSSQTRKVSLKISKINGVGVRCTPNSKKRRKGRSDDVTEVTEVASIEKSLGKL---   695
               Kle-beta_Hs ELVAGQPAFEVCRSMLASLQLANDYTVEI---TQQ---PGLEMAVDTMSLRLL-THQRAHKRFQTY---------------------------------------------------------AAPSMAQP-------------------   606
               Kle-beta_Mm ELVAGQPAFEVCRSMLASLQLANDYTVEI---TQQ---PGLEAAVDTMSLRLL-THQRAHTRFQTY---------------------------------------------------------AAPSMAQP-------------------   557
        Kle-beta_Anopheles RVLEHKPPHSTARFFLSMLMLANTNNVQI---CNKNPDPLRLSAASEIELRLL-SRKRHHKELEAL--------------------------------------------GELLPPDGDGHELAASDRNRQKRKNRKRKIVFE-------   153
    Kle-beta_Dm_CG14685-PB DVMADKDPSIMCRYMLASLVLTNHGNVSL---DFENRDKSKPIDMSQFRMHLKSMKRMEINPEDDVGNINAAQSKSTPRSKQLNDSAHKPRTSTTASAPTKRKSAENSLSEVFAKTVRLIQPIPKMWPTPSDADSGISSMGSSLASTARL   978
       Kle-beta_Ce_C29E4.2 DLVMDRPWYEISRYFLSCLFMCNVGNVMV---SEDMELP-LEERINSMKITLLKRDMHCEMFKEAGALDA--------------------------------------------------------------------------------   918
Kle-beta_Cryptosporidium_1 EVTNGFSKWQVCRSFLATLMLSNNREIDI---LQENQN-AIEEEADFFSIKLL-DEDEQNQALNTNINNTE---------------------------------KVSVVNLDFPKKKKTKKDFEEESNELENKLDKGQRTSRKRGNKT--   706
       Kle-beta_Plasm_falc KLIKNKDKFEISRNFLTTLMLINADILNI---KKINKHK-KSNNISNYEIHIKKENLQQYLSISKQVQNKSF-------------------LIKE------------------KKRKKNKQHLTNGMKDTSKKKQKI-------------   797
       Kle-beta_Plasm_yoel DLVNDNEKYKIYRNFLTTLMLINTNKLDI---TEIEQNN--SNNITNYKINVKNMNVNEYINFPNSFDNIKF-------------------TINDKK--RKITQNFDNKNDSLYLQKKHHI-----------------------------   773
                     ruler ......1060......1070......1080......1090......1100......1110......1120......1130......1140......1150......1160......1170......1180......1190......1200

                            
               Kle-beta_At -   695
               Kle-beta_Hs -   606
               Kle-beta_Mm -   557
        Kle-beta_Anopheles -   153
    Kle-beta_Dm_CG14685-PB K   979
       Kle-beta_Ce_C29E4.2 -   918
Kle-beta_Cryptosporidium_1 -   706
       Kle-beta_Plasm_falc -   797
       Kle-beta_Plasm_yoel -   773
                     ruler .


